We differentiate this variation from that seen in the
. Subcloning studies demonstrated that the second ORF from M. smegmatis DNA was sufficient to confer the INH resistance phenotype and was thus named the inhA gene. In contrast to the M. smegmatis gene, the M. tuberculosis and M. bovis inhA genes appear to be in an operon with the gene encoding the 29-kD ORF, an observation confirmed by subcloning (Fig. 1) . In M. tuberculosis and M. bovis DNA, the noncoding region between the two ORFs was substantially shorter than that in M. smegmatis and may lack a promoter that appears to be present in the latter strain (Fig. 1) 
